Table S16. Polymorphisms and association with progression-free survival of the non-resected
NSCLC patients.

PFS
Gene SNPs Genotype N Events MST 1C95% Log-Rank Ref g:;vlclr;?it;
(mo) pvalue | Cat g 1C95% p-value
AA 85 84 109 | 837155
AG 51 48 103 | 850156 0.100
rs4646536 GG 10 9 203 3.77NR
A 136 | 132 109 | 9.87-13.0 0.040 G 2.05 1.02-4.14 0.0443
G 61 57 112 | 9.0717.1 0.600
cc 10 9 20.3 3.77.NR
GC 49 46 112 | 800171 0.100
CPy2781 rs3782130 GG 86 85 109 | 8.37-155
c 59 55 120 | 850175 0.500
G 135 | 131 109 | 10.0-13.0 0.040 C 2.05 1.01-4.13 0.0452
T 10 9 203 3.77-NR
GT 50 47 108 | 8.00-156 0.100
rs10877012 GG 86 85 109 | 837155
T 60 56 116 | 9.17-17.1 0.500
G 136 | 132 109 | 9.87-13.0 0.040 T 2.05 1.02-4.14 0.0443
cc 108 | 103 11.98 | 10.1-16.1
cT 33 33 1037 | 6.20-18.7 0.040
rs6068816 T 5 5 543 4.27-NR
c 141 | 136 1117 | 10.1-146 0.010 C 2.99 1.217.45 0.0179
T 38 38 9.68 6.0-14.6 0.400
CYP24A1 GG 4 4 215 4.23-NR
GA 48 46 105 | 8.0017.1 0.900
rs4809957 AA 94 91 111 | 9.17-146
G 52 50 105 | 7.47-17.6 0.700
A 142 | 137 109 | 10.0-132 0.700
T 29 27 102 | 757176
TG 67 66 105 | 8.00155 0.400
GC rs7041 GG 50 48 124 | 987176
T 9% 93 104 | 837130 0.200
G 117 | 114 112 | 10.0-155 0.700
GG 52 49 103 | 7.3316.8
GA 70 69 116 | 10.016.1 1.000
CYP2R1 rs10741657 AA 22 21 111 | 7.1021.8
G 122 | 118 111 | 10.0-14.2 0.900
A 92 90 112 | 102161 1.000
AA 17 16 907 | 653207
AG 75 72 10.70 | 8.00-14.6 0.500
rs%:j::)lo GG 54 53 12.83 | 104176
A 92 88 10.2 8.0-14.2 0.800
G 129 | 125 1120 | 10.2-142 0.200
AA 9 9 16.13 13.2-NR
AG 53 52 9.17 71119 0.400
rs11568820 GG 84 80 11.70 | 10.0-16.1
(Cdx-2)
A 62 61 102 | 747132 0.300
G 137 | 132 107 | 9.07-12.8 0.700
cc 64 64 113 | 733155
cT 64 59 106 | 10.0-17.6 0.400
VDR r52|2:2i|5 70 T 18 18 12.1 10.1-20.7
(Fok) c 128 | 123 10.7 | 850146 0.600
T 82 77 109 | 10.217.1 0.300
AA 36 35 947 | 6.70-16.1
AC 71 68 1120 | 8.37-16.8 0.200
rs7(iz)_‘;|2)32 cc 39 38 12.90 | 10.4-17.6
A 107 | 103 105 | 837-14.2 0.900
c 110 | 106 11.90 | 103156 0.060 C 1.44 0.982.13 0.0643
cc 15 15 7.1 6.20-17.1
cT 75 71 107 | 8.0016.1 0.100
rs(7'|?a];‘12|?6 T 56 55 12.8 10.5-17.6
C 90 86 101 | 7.70-142 0.800
T 131 | 126 114 | 103146 0.040 T 1.74 1.01-2.99 0.0463

MST: median survival time (months)
NR: not reached

Ref Cat: reference category

HR: hazard ratio

IC95%: 95% confidence interval



