Table S14. Polymorphisms and association with overall survival of the non-resected NSCLC

patients.
0s
Univariate
Gene SNPs Genotype Nl pvents | VT 1C95% togRank | Ref Cox Model
(mo) pvalue | Cat g 1C95% pvalue
AA 85 78 221 | 18.8279
AG 51 46 227 | 17.1269 0.200
rs4646536 GG 10 8 365 11.9-NR
A 136 | 124 227 | 19.025.8 0.100
G 61 54 237 | 183320 0.900
cc 10 8 365 11.9-NR
GC 49 44 234 | 17.127.7 0.200
cPy2781 rs3782130 GG 86 79 224 | 18.827.0
c 59 52 238 | 183322 1.000
G 135 | 123 227 | 19.025.8 0.100
T 10 8 365 11.9-NR
GT 50 45 234 | 161277 0.200
rs10877012 GG 86 79 224 | 18.827.0
T 60 53 238 | 183320 1.000
G 136 | 124 227 | 19.025.8 0.100
cc 108 | 98 234 | 20.127.0
cT 33 29 245 | 16.0-389 0.009
rs6068816 T 5 5 124 6.47-NR
c 141 | 127 237 | 20.927.0 0.002 c | 3752 1.49-9.41 0.0048
T 38 34 211 | 155307 0.800
CYp24a1 GG 4 4 28.8 152-NR
GA 48 45 209 | 175267 0.700
rs4809957 AA 94 83 231 | 18.832.0
G 52 49 237 | 175269 0.500
A 142 | 128 231 | 19.026.1 0.900
T 29 26 221 | 17.1396
TG 67 61 227 | 162254 0.700
GC rs7041 GG 50 45 258 | 188352
T 9% 87 221 | 178254 0.400
G 117 | 106 234 | 19.026.4 0.800
GG 52 46 205 | 17.827.9
GA 70 64 249 | 201391 0.700
CYP2R1 rs10741657 AA 22 20 232 | 19.538.0
G 122 | 110 237 | 19.027.9 0.400
A 92 84 242 | 214341 0.700
AA 17 16 175 | 9.77-34.1
1544410 AG 75 65 237 | 16.1320 0.020
(Bemi) GG 54 51 245 | 211322
A 92 81 210 | 16.1-269 0.700
G 129 | 116 242 | 21.027.7 0.006 G | 2082 1.22-3.56 0.0073
AA 9 8 242 16.0-NR
AG 53 48 210 | 13.027.0 0.700
rs11568820 GG 84 76 23.7 20.1-30.8
(Cdx-2)
A 62 56 221 | 16.027.0 0.400
G 137 | 124 231 | 19.0264 0.800
cc 64 62 231 | 18.4-269
cT 64 54 232 | 16.2380 0.700
VDR rsZiZiI_WO T 18 16 23.1 20.142.5
(Foki c 128 | 116 232 | 18.7-269 0.500
T 82 70 232 | 190308 0.300
AA 36 34 161 | 123277
AC 71 64 242 | 20.1-30.0 0.020
rsiiﬁfz cc 39 34 249 | 221431
A 107 | 98 211 | 175264 0.400
c 110 | 98 245 | 21.4-30.0 0.006 c | 1733 1.16-2.58 0.0068
cc 15 15 119 | 830227
cT 75 64 254 | 183365 0.004
rs(7T3a1qz|)36 T 56 53 24.2 21.132.2
c 90 79 210 | 16.127.0 0.900
T 131 | 117 242 | 21.027.9 0.0009 T | 2466 1.42-4.28 0.00138

MST: median survival time (months)
NR: not reached

Ref Cat: reference category

HR: hazard ratio

IC95%: 95% confidence interval



