Table S11. Polymorphisms and association with overall survival of the 194 NSCLC patients.
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Gene SNPs Genotype N Events MST 1C95% Log-Rank | Ref (L:J:)I(V'\a/lrézt;
(mo) pvalue | Cat g 1C95% p-value
AA 114 | 95 270 | 23.2-41.8
AG 65 51 249 | 22.7-380 0.060
rs4646536 GG 15 8 92.9 34.1-NR
A 179 | 146 264 | 237324 0.020 G | 2318 | 113473 | 00211
G 80 59 281 | 23.8-416 0.500
cC 13 8 418 32.0-NR
GC 64 49 264 | 23.4-39.1 0.200
cPY2781 rs3782130 GG 116 | 9 270 | 23.2-418
C 77 57 281 | 243416 0.500
G 180 | 145 267 | 23.9338 0.100
T 13 8 41.8 32.0-NR
GT 65 50 261 | 234 39.1 0.200
rs10877012 GG 116 | 9 270 | 23.2-418
T 78 58 281 | 238 416 0.500
G 181 | 146 267 | 238 338 0.090 T | 1826 | 0893.73 | 0.0988
[ 147 | 119 300 | 24.5039.6
T 40 30 277 | 2270522 0.900
rs6068816 T 7 5 17.6 6.47-NR
C 187 | 149 28.1 24.50-38 0.800
T 47 35 269 | 19.043.1 1.000
CYP24A1 GG 9 5 60.7 26.9-NR
GA 63 53 254 | 209417 0.300
rs4809957 AA 122 | 9% 300 | 23.4380
G 72 58 267 | 23.8418 0.900
A 185 | 149 270 | 23.9352 0.200
T 41 29 39.6 | 22.1-1144
TG 89 71 254 | 23.2- 425 0.300
Ge rs7041 GG 64 54 267 | 211365
T 130 | 100 300 | 23.9425 0.300
G 153 | 125 261 | 23.7-338 0.100
GG 75 58 279 | 21.0-459
GA 93 73 352 | 24.9459 0.100
CYP2R1 | rs10741657 AA 24 21 234 | 19.538.0
G 168 | 131 308 | 24.9417 0.050 G | 1585 | 099252 | 0.0525
A 117 | 9 308 | 243416 0.400
AA 24 18 221 | 175543
AG 102 | 76 307 | 24.2-459 0.500
rs%:j;‘:)lo GG 68 60 261 | 23.8425
A 126 | 94 30.1 | 23.1416 0.400
G 170 | 136 281 | 245389 0.600
AA 11 10 243 22.1NR
AG 69 53 261 | 21.0453 0.400
'51((1:32?;20 GG 114 | o1 300 | 245431
A 80 63 254 | 22.7380 0.500
G 183 | 144 279 | 245391 0.200
[ 85 72 267 | 23.4-416
cT 86 64 307 | 23.8459 0.600
VDR r52|2:2i|570 T 23 18 249 | 221474
(Foki) C 171 | 136 279 | 24.3-38.0 0.600
T 109 | 82 301 | 23.8418 0.500
AA 48 39 227 | 175396
AC 93 74 269 | 23.7-389 0.400
rs7(/€i'73_‘;|2)32 [ 53 41 39.1 | 245647
A 141 | 113 267 | 227322 0.400
C 146 | 115 300 | 249425 0.200
[ 21 17 190 | 116543
731936 T 103 | 75 322 | 264526 0.200
(Tach) T 70 62 258 | 23.839.1
C 124 | 92 30.7 | 23.1417 0.300
T 173 | 137 300 | 24.939.1 0.300

MST: median survival time (months)

NR: not reached
Ref Cat: reference category
HR: hazard ratio

1C95%: 95% confidence interval




