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Abstract: Vitamin D receptor (VDR) mediates many genomic and non-genomic effects of vitamin D.
Recently, the mitochondrial effects of vitamin D have been characterized in many cell types. In this
article, we investigated the importance of VDR not only in mitochondrial activity and integrity but
also in cell health. The silencing of the receptor in different healthy, non-transformed, and cancer
cells initially decreased cell growth and modulated the cell cycle. We demonstrated that, in silenced
cells, the increased respiratory activity was associated with elevated reactive oxygen species (ROS)
production. In the long run, the absence of the receptor caused impairment of mitochondrial integrity
and, finally, cell death. Our data reveal that VDR plays a central role in protecting cells from excessive
respiration and production of ROS that leads to cell damage. Because we confirmed our observations
in different models of both normal and cancer cells, we conclude that VDR is essential for the health
of human tissues.
Keywords: vitamin D receptor; silencing; mitochondria; reactive oxygen species; respiratory chain;
cytochrome C; cell proliferation; cell death

1. Introduction
The active form of vitamin D (1,25(OH)2 D3 ) exerts its beneficial effects on the whole organism by
regulating calcium homeostasis and by modulating a large set of genes involved in the differentiation
and function of virtually every tissue. The transcriptional control is mediated by the vitamin D
receptor (VDR), which promotes ligand-dependent induction or repression of gene transcription
together with its binding partner retinoid X receptor (RXR) and many recruited activators or repressors.
The incredibly high number of target genes accounts for the pleiotropic functions of VDR.
Besides the long-recognized role of 1,25(OH)2 D3 in regulating calcium and phosphate metabolism,
many biological networks are influenced by VDR, including bone remodeling [1], xenobiotic
detoxification [2], cell physiology (reviewed in [3,4]), immunity [5], and metabolism [6–8]. Recently,
a novel mitochondrial localization of VDR has been described [9,10], and the characterized
mitochondrial function of 1,25(OH)2 D3 /VDR has been depicted as the hub linking the control of cell
metabolism to the transcriptional status of the cell. In fact, the work of our group [11,12] and others [13]
has demonstrated that, through VDR activity, 1,25(OH)2 D3 reduces mitochondrial respiration and
rewires cell metabolism toward the biosynthetic pathways. This metabolic control sustains both the
proliferative asset [11] and more specialized functions of the cells [12], depending on the cellular
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ROS. The metabolic assays and the extraction of mRNA were carried out one week after silencing the
with shRNA control (shCTRL) or VDR shRNA (shVDR). (A) The mitochondrial respiratory activity
cells with shRNA control (shCTRL) or VDR shRNA (shVDR). (A) The mitochondrial respiratory
was assessed in HaCaT cells by cytofluorimetric evaluation of the mitochondrial dye JC-1, and (B) the
activity was assessed in HaCaT cells by cytofluorimetric evaluation of the mitochondrial dye JC-1,
expression of the respiratory chain complexes was analyzed by real-time PCR. The values plotted on
and (B) the expression of the respiratory chain complexes was analyzed by real-time PCR. The values
the graph represent the fold change in transcript expression in silenced versus control cells and are
plotted on the graph represent the fold change in transcript expression in silenced versus control
displayed as the means ± SD of three independent experiments; (C) reactive oxygen species (ROS)
cells and are displayed as the means ± SD of three independent experiments; (C) reactive oxygen
production was measured and expressed relative to control cells. The data represent the means ± SD
species (ROS) production was measured and expressed relative to control cells. The data represent
of three independent experiments; * p < 0.05 compared to the control.
the means ± SD of three independent experiments; * p < 0.05 compared to the control.
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We analyzed the protein content of nuclear preparations from control and silenced MCF7 and
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3. Discussion
Vitamin D is active in every tissue, and the perturbation of its signaling is involved in many
diseases [17]. The importance and the pleiotropic effects of the activity of its receptor VDR have been

Int. J. Mol. Sci. 2018, 19, 1672

6 of 12

elucidated by the murine knockout models, which have displayed a modified phenotype in many
tissues, such as bone, intestine (reviewed in [18]), skin [19], lung [20], muscle [21], endothelium [22],
and adipose tissue, and in metabolism [23,24]. Although the knockout models are useful to investigate
the general pathways controlled by vitamin D, at the cellular level they have a major flaw: they
originate cells that, since their formation and embryonic development, have never relied on VDR
for transcriptional control and modulation of metabolism. If we wonder about the importance of
VDR activity and whether it is essential for cellular tasks, another approach is to knockdown the
receptor in a cell population that expresses VDR to modulate growth, differentiation, and many
other functions. When the deranged signaling of 1,25(OH)2 D3 is investigated, it must be considered
that the insufficiency of vitamin D and the loss of the receptor have some similar but partly distinct
consequences. The hypocalcemic phenotype shared by vitamin D deficiency and VDR knockout models
can be reversed by a high-calcium diet [25], but even at very low levels of 1,25(OH)2 D3 , the VDR
can still operate in a ligand-independent modality [26,27] or can respond to other molecules [28–30].
Therefore, in order to analyze fully and unambiguously the perturbation of 1,25(OH)2 D3 signaling,
the best approach is to delete the receptor, and we followed this line of investigation.
In this work, we carried out a genetic silencing of VDR in three cell types different from each
other, for the purpose of testing the general importance of VDR in cell physiology. MCF7 were selected
as an example of malignant human cancer cell lines, HaCaT cells were a good model of proliferating
but not transformed human keratinocytes, and primary human fibroblasts were chosen as a model of
healthy human cells.
The first important finding of this work was that the ablation of the receptor resulted in increased
respiratory activity that enhanced the production of intracellular ROS. Interestingly, in all cell types,
we found that VDR controls both the mitochondrial (COX2 and MT-ATP6) and the nuclear transcription
(COX4 and ATP5B) of the proteins involved in respiratory activity and ATP synthesis, in agreement
with the necessity of coordinating the nuclear and the mitochondrial transcription of the components
of the respiratory process. It is known that the respiratory chain is a major source of ROS; in particular,
the complexes I, III, and IV are involved in radical biosynthesis [31,32]. ROS production is beneficial to
some extent and is involved in cell cycle progression [33], but an excessive boost can be detrimental
and can trigger cell damage. In all three silenced cellular models, the increase in ROS levels was
remarkable, especially in primary fibroblasts, and could exceed the antioxidant defenses. Indeed,
while the initial effect of silencing was growth arrest and the modulation of the cell cycle, the long-term
effect of VDR loss was cell damage, measured as LDH release. The increase of ROS levels and the
toxicity were directly proportional, since we observed the smallest rise of ROS and toxicity in silenced
MCF7 and the highest effects in silenced primary fibroblasts. This observation is reasonably accounted
for by some reported characteristics of cancer cells. In fact, it is known that the transformed cells
use ROS signals to drive proliferation and other events required for tumor progression and that the
elevated ROS levels are balanced by an increased activity of antioxidant enzymes in cancer cells [34];
accordingly, the protective role of VDR was particularly evident in healthy fibroblasts, although, in our
experimental setting, VDR defended even the most transformed MCF7 cells against oxidative stress.
In our previous work, we demonstrated the metabolic importance of VDR and its effect on
proliferation: the receptor curbs the respiratory activity and allows the rewiring of metabolic
intermediates toward biosynthesis, thus sustaining proliferation [11]. The results of the present
research unveil a novel role for VDR in cellular physiology, namely, the protection from the excessive
respiratory activity and the limitation of ROS production. In this study, we observed the negative effects
of the derangement of the metabolic control exerted by VDR; indeed, in the long run, the excessive
production of ROS consequent to VDR ablation had deleterious effects on the mitochondrial function
and survival of cells. One of the consequences of the excessive damage caused by ROS is the variation
in mitochondrial membrane permeability that results in cytochrome C release and apoptotic death [35].
In line with this, we demonstrated that, after two weeks of absence of VDR, mitochondrial integrity
was lost, and the cells showed the signs of an apoptotic fate. The interplay between vitamin D–VDR,
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ROS signaling, and the antioxidant system is complex; on the one hand, it has been demonstrated
that vitamin D and its analogues can increase the cytotoxicity mediated by ROS [36], while, on the
other hand, few reports have proved that vitamin D–VDR is able to inhibit the apoptosis triggered
by oxidative stress [37–41]; in addition, in this study, for the first time, we showed the protective
role exerted by VDR itself, without additional stressors. Moreover, our study investigated a novel
mechanism involved in the antiapoptotic effects of VDR, previously ascribed only to its transcriptional
activity [42]. In fact, not only the loss of VDR disrupts the traditional pathways regulated by its
transcriptional control [42], but also, as we demonstrated, the silencing of VDR generates an unbalanced
metabolism that leads to cytotoxicity. Although we have displayed the essential role of VDR in cell
metabolism, health, and survival, our data and conclusions are not necessarily in contrast with the
fact that the VDR knockout phenotype in animals is not lethal. Obviously, the tissues lacking VDR
since their embryonic development have found compensatory mechanisms to balance the effects of
VDR deletion.
In conclusion, in the present study, we discovered a novel important role for VDR in cell health.
We demonstrated that the mitochondrial effects of the receptor not only regulate the respiratory
activity but also protect from oxidative damage and preserve mitochondrial integrity and cell survival.
Our data were obtained in different cell types, cancerous as well as healthy cells, rendering the
discovered novel function a general feature of vitamin D–VDR role in many tissues.
Another intriguing consideration about this study is based on the fact that the phenotype obtained
by the experimental silencing of the receptor could mimic the pathological situations in which the
expression of VDR is downregulated (for example by epigenetic mechanisms [43,44]) or its activity
is compromised (for example by polymorphisms [45,46]). It is interesting to highlight that many
respiratory chain dysfunctions and deleterious ROS overproduction are recurrent themes in human
pathologies, ranging from neurodegenerative diseases to cancer [47,48], and may be of paramount
importance in ageing [49]. The results of this study demonstrate the protective role of VDR and raise
the possibility that the loss of VDR function could be partly responsible of, or at least could be an
adverse event in such diseases.
4. Materials and Methods
4.1. Cell Culture
The immortalized human epidermal keratinocyte cell line (HaCaT) and the MCF7 human breast
cancer cell line were purchased from American Type Culture Collection (ATCC) (Manassas, VA, USA).
Dermal primary fibroblasts from healthy donors were obtained from Banca della Cute, Turin, Italy,
and were used in early passages. The cells were cultured in Dulbecco’s modified Eagle’s medium
(DMEM) that had been supplemented with 10% fetal bovine serum and 1% antibiotics (penicillin,
streptomycin), at 37 ◦ C in a humidified atmosphere containing 5% CO2 . All culture reagents were
from Sigma-Aldrich (Sigma, St. Louis, MO, USA).
4.2. Lentiviral-Mediated shRNA Targeting
PLKO.1 lentiviral shRNA clones targeting the human VDR (TRCN0000276543) and a scrambled
nontargeting control were purchased from Sigma (Sigma Mission shRNA) (Sigma, St. Louis, MO, USA)
and were previously described and characterized in terms of efficiency [11]. Lentiviral transduction
particles were produced in HEK293T cells as previously reported [11]. Briefly, the cotransfection of the
shRNA plasmid together with the packaging vectors was carried out by lipofectamine reagent, and the
supernatants were used for overnight transduction of the cells. Puromycin selection began 24 h after
infection. Within one week from infection or after two weeks, the cells were seeded for experimental
assays or harvested for RNA and protein analysis.
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4.3. Extract Preparation and Western Blotting Analysis
Subcellular fractionation and Western blotting analyses were conducted as previously described [10].
The protein content of the total extracts and mitochondrial fractions was quantified using the DC
protein assay (Bio-Rad, Hercules, CA, USA); 50 µg of total lysates and 30 µg of the mitochondrial or
nuclear fractions were separated by 10% SDS-PAGE and analyzed using Western blotting. The analysis
of cytochrome C was carried out after a 12% SDS-PAGE. The proteins were immunostained with the
indicated primary antibodies for 1 h at room temperature, and detection of the proteins of interest was
performed using peroxidase-conjugated secondary antibodies (Pierce, Rockford, IL, USA), followed by
ECL detection (ECL detection kit, Perkin Elmer Life Science, Foster City, CA USA). Mouse anti-VDR
(sc-13133), anti-actin (sc-8432), anti-PCNA (sc-56), and rabbit anti-PARP (sc-7150) antibodies were
purchased from Santa Cruz Biotechnology (Santa Cruz, CA, USA). The anti-VDAC (anti-porin 31HL)
monoclonal antibody was purchased from Calbiochem (La Jolla, CA, USA). The mouse anti-cytochrome
C (65981A) antibody was from BD Biosciences Pharmingen (San Diego, CA, USA).
4.4. Real-Time Polymerase Chain Reaction (qRT-PCR)
Total RNA was extracted with TRIzol® (Invitrogen, Thermo Fisher Scientific, Waltham, MA,
USA). One µg of total RNA was reversely transcribed into cDNA, in a final volume of 20 µL, using
the High-Capacity cDNA Reverse Transcription Kit (Thermo Fisher Scientific, Waltham, MA, USA),
according to the manufacturer’s instructions. Quantitative PCR was carried out in a final volume of
20 µL, using the SensiFASTTM SYBR® Hi-ROX Kit (Bioline Srl, Trento, Italy) with the following primers:
COX2, fwd 50 -CGACTACGGCGGACTAATCT-30 , rev 50 -TCGATTGTCAACGTCAAGGA-30 ;
COX4, fwd 50 -CGAGCAATTTCCACCTCTGT-30 , rev 50 -GGTCAGCCGATCCATATAA-30 ;
ATP5B, fwd 50 -GTGGGCTATCAGCCTACCCT-30 , rev 50 -CAAGTCATCAGCAGGCACAT-30 ;
MT-ATP6, fwd 50 -CCAATAGCCCTGGCCGTAC-30 , rev 50 -CGCTTCCAATTAGGTGCATGA-30 ; β2M,
fwd 50 -AGCAAGGACTGGTCTTTCTATCTC-30 , rev 50 -ATGTCTCGATCCCACTTAACTA-30 . Beta
2-microglobulin β2M was used as an internal control. PCR amplification was one cycle of denaturation
at 95 ◦ C for 2 min, 40 cycles of amplification, including denaturation at 95 ◦ C for 5 s and annealing/
extension at 60 ◦ C for 30 s. The 2−∆∆Ct method was used to analyze the data.
4.5. Proliferation Assay
Within one week from silencing, the effect of VDR silencing on the growth of the different
human cells was determined either by colorimetric measurement of cell numbers by crystal violet
staining (MCF7 and HaCaT cells) or by BrdU incorporation (primary fibroblasts). The primary human
fibroblasts were poorly stained by the crystal violet method, and the detection by spectrophotometer
was inadequate to quantify these cells; therefore, the more sensitive BrdU assay was chosen. The same
number of control or silenced cells (2000, 1000, or 500 cells per well) was seeded on 96-multiwell plates,
and the cells were either cultured for five days and then stained with crystal violet or assayed after
two days for BrdU incorporation. At the end of this period, MCF7 and HaCaT cells were fixed for
15 min with 11% glutaraldehyde, and the plates were washed three times, air dried, and stained for
20 min with a 0.1% crystal violet solution. The plates were then extensively washed and air-dried prior
to solubilization of the bound dye with a 10% acetic acid solution. The absorbance was determined at
595 nm. The proliferation of primary fibroblasts was evaluated by the Cell Proliferation ELISA BrdU
kit (Roche Applied Science, Penzberg, Germany), used according to the supplied instructions. The data
collected from twelve wells were averaged for each experimental condition, and each experiment was
repeated three times.
4.6. Cell Cycle Analysis
Within one week from silencing, the control and silenced cells were seeded at the same density
and, after 48 h, were detached in 1 mL PBS-EDTA 5 mM by scraping, collected, and fixed in 70% cold
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ethanol. After 3 h at −30 ◦ C, the cells were centrifuged at 2000 rpm for 5 min, washed twice with
PBS, resuspended in 200 µL MUSE® cell cycle reagent, and then incubated for 30 min in the dark at
room temperature. Cellular DNA content was analyzed by Muse Cell Analyzer (Merck S.p.a., Milan,
Italy). To quantify the relative percentage of cells in the G0/G1, S, and G2/M phases of the cell cycle,
the Muse™ Cell Analyzer software was used.
4.7. Cytofluorimetric Evaluation of the Mitochondrial Membrane Potential
JC-1, a mitochondrial dye that stains the mitochondria in living cells in a membrane
potential-dependent fashion, was used as previously reported [11]. Within one week from silencing,
HaCaT cells were harvested by trypsinization, washed with PBS, and incubated with JC-1 (2 mg/mL
final concentration) at 37 ◦ C for 30 min. After washing, JC-1 accumulation was determined using flow
cytometric analysis. The amount of JC-1 retained by 10,000 cells per sample was measured at 530 nm
(FL-1 green fluorescence) and 590 nm (FL-2 red fluorescence) using a flow cytometer and analyzed
using Cell Quest Alias software. The ratio FL2/FL1 was evaluated to determine the mitochondrial
membrane potential.
4.8. Measurement of Intracellular ROS Production
After one week from silencing, the cells were harvested and loaded for 15 min with 10 µM
diacetate (DCFH-DA, Sigma). DCFH-DA is a cell-permeable probe
that is cleaved intracellularly by nonspecific esterases to form DCFH, which is further oxidized by ROS
to form the fluorescent compound dichlorofluorescein (DCF) [50]. DCF fluorescence was determined
at an excitation wavelength of 504 nm and an emission wavelength of 529 nm, using a Packard EL340
microplate reader (Bio-Tek Instruments, Winooski, VT, USA). The fluorescence values were normalized
to the protein content and expressed as values relative to the control.
20 ,70 -dichlorodihydrofluorescein

4.9. Toxicity Assay (LDH Release)
Two weeks after silencing, cell damage was evaluated by measuring the release of lactate
dehydrogenase in the growth medium. The medium was collected, and the cells were harvested by
scraping and sonicated on ice with two 10 s bursts. Protein content was quantified by the DC protein
assay. Aliquots of growth medium were supplemented with a reaction mixture for the measurement of
LDH, as previously described [51]. The enzymatic activity in the extracellular medium was measured
spectrophotometrically as absorbance variation at 340 nm (37 ◦ C) and was expressed as µmol NADH
oxidized/min/mg cell protein, to normalize the extracellular activity to the cell number. The data
were plotted relative to control values.
4.10. Bands Quantification and Statistical Analysis
The bBands from protein electrophoresis were quantified by scanning digital densitometry using
an ImageJ software analysis (ImageJ version 1.29, Sun Microsystems Inc., Palo Alto, CA, USA). All data
were expressed as mean ± S.D of three independent experiments. Statistical analysis of the data was
performed using an unpaired, two-tailed Student’s t-test; p < 0.05 was considered to be significant.
Author Contributions: F.S. conceived and designed the study; F.S., C.R., A.A., L.B., and D.A. performed the
experiments; F.S., L.B., and C.C. analysed the data; F.S. and C.C. supervised the study; F.S., C.R., A.A., and L.B.
wrote the manuscript. All authors approved the final version of the manuscript prior to submission.
Acknowledgments: This work was supported by Ministero dell’Istruzione Universita‘ e Ricerca.
Conflicts of Interest: The authors declare no conflict of interest. The founding sponsors had no role in the design
of the study; in the collection, analyses, or interpretation of data; in the writing of the manuscript, and in the
decision to publish the results.

Int. J. Mol. Sci. 2018, 19, 1672

10 of 12

References
1.

2.

3.

4.
5.
6.

7.

8.

9.

10.

11.

12.

13.

14.
15.
16.
17.

Barthel, T.K.; Mathern, D.R.; Whitfield, G.K.; Haussler, C.A.; Hopper, H.A.; Hsieh, J.-C.; Slater, S.A.; Hsieh, G.;
Kaczmarska, M.; Jurutka, P.W.; et al. 1,25-Dihydroxyvitamin D3/VDR-mediated induction of FGF23 as
well as transcriptional control of other bone anabolic and catabolic genes that orchestrate the regulation of
phosphate and calcium mineral metabolism. J. Steroid Biochem. Mol. Biol. 2007, 103, 381–388. [CrossRef]
[PubMed]
Thompson, P.D.; Jurutka, P.W.; Whitfield, G.K.; Myskowski, S.M.; Eichhorst, K.R.; Dominguez, C.E.;
Haussler, C.A.; Haussler, M.R. Liganded VDR induces CYP3A4 in small intestinal and colon cancer cells via
DR3 and ER6 vitamin D responsive elements. Biochem. Biophys. Res. Commun. 2002, 299, 730–738. [CrossRef]
Haussler, M.R.; Jurutka, P.W.; Mizwicki, M.; Norman, A.W. Vitamin D receptor (VDR)-mediated actions of
1α,25(OH)2 vitamin D3 : Genomic and non-genomic mechanisms. Best Pract. Res. Clin. Endocrinol. Metab.
2011, 25, 543–559. [CrossRef] [PubMed]
Samuel, S.; Sitrin, M.D. Vitamin D’s role in cell proliferation and differentiation. Nutr. Rev. 2008, 66, S116–S124.
[CrossRef] [PubMed]
Trochoutsou, A.I.; Kloukina, V.; Samitas, K.; Xanthou, G. Vitamin-D in the Immune System: Genomic and
Non-Genomic Actions. Mini Rev. Med. Chem. 2015, 15, 953–963. [CrossRef] [PubMed]
Kriebitzsch, C.; Verlinden, L.; Eelen, G.; van Schoor, N.M.; Swart, K.; Lips, P.; Meyer, M.B.; Pike, J.W.;
Boonen, S.; Carlberg, C.; et al. 1,25-Dihydroxyvitamin D3 influences cellular homocysteine levels in murine
preosteoblastic MC3T3-E1 cells by direct regulation of cystathionine β-synthase. J. Bone Miner. Res. 2011,
26, 2991–3000. [CrossRef] [PubMed]
Bozic, M.; Guzmán, C.; Benet, M.; Sánchez-Campos, S.; García-Monzón, C.; Gari, E.; Gatius, S.;
Valdivielso, J.M.; Jover, R. Hepatocyte vitamin D receptor regulates lipid metabolism and mediates
experimental diet-induced steatosis. J. Hepatol. 2016, 65, 748–757. [CrossRef] [PubMed]
Zheng, W.; Tayyari, F.; Gowda, G.A.N.; Raftery, D.; McLamore, E.S.; Shi, J.; Porterfield, D.M.; Donkin, S.S.;
Bequette, B.; Teegarden, D. 1,25-dihydroxyvitamin D regulation of glucose metabolism in Harvey-ras
transformed MCF10A human breast epithelial cells. J. Steroid Biochem. Mol. Biol. 2013, 138, 81–89. [CrossRef]
[PubMed]
Silvagno, F.; De Vivo, E.; Attanasio, A.; Gallo, V.; Mazzucco, G.; Pescarmona, G. Mitochondrial localization
of vitamin D receptor in human platelets and differentiated megakaryocytes. PLoS ONE 2010, 5, e8670.
[CrossRef] [PubMed]
Silvagno, F.; Consiglio, M.; Foglizzo, V.; Destefanis, M.; Pescarmona, G. Mitochondrial translocation of
vitamin D receptor is mediated by the permeability transition pore in human keratinocyte cell line. PLoS ONE
2013, 8, e54716. [CrossRef] [PubMed]
Consiglio, M.; Destefanis, M.; Morena, D.; Foglizzo, V.; Forneris, M.; Pescarmona, G.; Silvagno, F. The vitamin D
receptor inhibits the respiratory chain, contributing to the metabolic switch that is essential for cancer cell
proliferation. PLoS ONE 2014, 9, e115816. [CrossRef] [PubMed]
Consiglio, M.; Viano, M.; Casarin, S.; Castagnoli, C.; Pescarmona, G.; Silvagno, F. Mitochondrial and
lipogenic effects of vitamin D on differentiating and proliferating human keratinocytes. Exp. Dermatol. 2015,
24, 748–753. [CrossRef] [PubMed]
Ricciardi, C.J.; Bae, J.; Esposito, D.; Komarnytsky, S.; Hu, P.; Chen, J.; Zhao, L. 1,25-Dihydroxyvitamin
D3/vitamin D receptor suppresses brown adipocyte differentiation and mitochondrial respiration.
Eur. J. Nutr. 2015, 54, 1001–1012. [CrossRef] [PubMed]
Carafoli, E. The interplay of mitochondria with calcium: An historical appraisal. Cell Calcium 2012, 52, 1–8.
[CrossRef] [PubMed]
Napier, I.; Ponka, P.; Richardson, D.R. Iron trafficking in the mitochondrion: Novel pathways revealed by
disease. Blood 2005, 105, 1867–1874. [CrossRef] [PubMed]
Soldani, C.; Lazzè, M.C.; Bottone, M.G.; Tognon, G.; Biggiogera, M.; Pellicciari, C.E.; Scovassi, A.I. Poly(ADP-ribose)
polymerase cleavage during apoptosis: When and where? Exp. Cell Res. 2001, 269, 193–201. [CrossRef] [PubMed]
Basit, S. Vitamin D in health and disease: A literature review. Br. J. Biomed. Sci. 2013, 70, 161–172. [CrossRef]
[PubMed]

Int. J. Mol. Sci. 2018, 19, 1672

18.

19.

20.

21.

22.
23.

24.

25.

26.

27.

28.

29.

30.

31.
32.
33.

34.
35.

36.

11 of 12

Suda, T.; Masuyama, R.; Bouillon, R.; Carmeliet, G. Physiological functions of vitamin D: What we have
learned from global and conditional VDR knockout mouse studies. Curr. Opin. Pharmacol. 2015, 22, 87–99.
[CrossRef] [PubMed]
Oda, Y.; Uchida, Y.; Moradian, S.; Crumrine, D.; Elias, P.M.; Bikle, D.D. Vitamin D receptor and coactivators
SRC2 and 3 regulate epidermis-specific sphingolipid production and permeability barrier formation.
J. Investig. Dermatol. 2009, 129, 1367–1378. [CrossRef] [PubMed]
Kong, J.; Zhu, X.; Shi, Y.; Liu, T.; Chen, Y.; Bhan, I.; Zhao, Q.; Thadhani, R.; Li, Y.C. VDR attenuates acute lung
injury by blocking Ang-2-Tie-2 pathway and renin-angiotensin system. Mol. Endocrinol. 2013, 27, 2116–2125.
[CrossRef] [PubMed]
Girgis, C.M.; Cha, K.M.; Houweling, P.J.; Rao, R.; Mokbel, N.; Lin, M.; Clifton-Bligh, R.J.; Gunton, J.E. Vitamin
D Receptor Ablation and Vitamin D Deficiency Result in Reduced Grip Strength, Altered Muscle Fibers, and
Increased Myostatin in Mice. Calcif. Tissue Int. 2015, 97, 602–610. [CrossRef] [PubMed]
Ni, W.; Watts, S.W.; Ng, M.; Chen, S.; Glenn, D.J.; Gardner, D.G. Elimination of vitamin D receptor in vascular
endothelial cells alters vascular function. Hypertension 2014, 64, 1290–1298. [CrossRef] [PubMed]
Wong, K.E.; Szeto, F.L.; Zhang, W.; Ye, H.; Kong, J.; Zhang, Z.; Sun, X.J.; Li, Y.C. Involvement of the vitamin
D receptor in energy metabolism: Regulation of uncoupling proteins. Am. J. Physiol. Endocrinol. Metab. 2009,
296, E820–E828. [CrossRef] [PubMed]
Narvaez, C.J.; Matthews, D.; Broun, E.; Chan, M.; Welsh, J. Lean phenotype and resistance to diet-induced
obesity in vitamin D receptor knockout mice correlates with induction of uncoupling protein-1 in white
adipose tissue. Endocrinology 2009, 150, 651–661. [CrossRef] [PubMed]
Bhat, M.; Noolu, B.; Qadri, S.S.Y.H.; Ismail, A. Vitamin D deficiency decreases adiposity in rats and causes
altered expression of uncoupling proteins and steroid receptor coactivator3. J. Steroid Biochem. Mol. Biol.
2014, 144 Pt B, 304–312. [CrossRef] [PubMed]
Alimirah, F.; Vaishnav, A.; McCormick, M.; Echchgadda, I.; Chatterjee, B.; Mehta, R.G.; Peng, X. Functionality
of unliganded VDR in breast cancer cells: Repressive action on CYP24 basal transcription. Mol. Cell. Biochem.
2010, 342, 143–150. [CrossRef] [PubMed]
Huet, T.; Laverny, G.; Ciesielski, F.; Molnár, F.; Ramamoorthy, T.G.; Belorusova, A.Y.; Antony, P.; Potier, N.;
Metzger, D.; Moras, D.; et al. A vitamin D receptor selectively activated by gemini analogs reveals ligand
dependent and independent effects. Cell Rep. 2015, 10, 516–526. [CrossRef] [PubMed]
Menegaz, D.; Mizwicki, M.T.; Barrientos-Duran, A.; Chen, N.; Henry, H.L.; Norman, A.W. Vitamin D
receptor (VDR) regulation of voltage-gated chloride channels by ligands preferring a VDR-alternative pocket
(VDR-AP). Mol. Endocrinol. 2011, 25, 1289–1300. [CrossRef] [PubMed]
Batie, S.; Lee, J.H.; Jama, R.A.; Browder, D.O.; Montano, L.A.; Huynh, C.C.; Marcus, L.M.; Tsosie, D.G.;
Mohammed, Z.; Trang, V.; et al. Synthesis and biological evaluation of halogenated curcumin analogs as
potential nuclear receptor selective agonists. Bioorg. Med. Chem. 2013, 21, 693–702. [CrossRef] [PubMed]
Belorusova, A.Y.; Eberhardt, J.; Potier, N.; Stote, R.H.; Dejaegere, A.; Rochel, N. Structural insights into the
molecular mechanism of vitamin D receptor activation by lithocholic acid involving a new mode of ligand
recognition. J. Med. Chem. 2014, 57, 4710–4719. [CrossRef] [PubMed]
Dröse, S.; Brandt, U. Molecular mechanisms of superoxide production by the mitochondrial respiratory
chain. In Mitochondrial Oxidative Phosphorylation; Springer: Berlin/Heidelberg, Germany, 2012; pp. 145–169.
Arnold, S. Cytochrome c oxidase and its role in neurodegeneration and neuroprotection. Adv. Exp. Med. Biol.
2012, 748, 305–339. [CrossRef] [PubMed]
Roy, D.; Felty, Q.; Narayan, S.; Jayakar, P. Signature of mitochondria of steroidal hormones-dependent normal
and cancer cells: Potential molecular targets for cancer therapy. Front. Biosci. 2007, 12, 154–173. [CrossRef]
[PubMed]
Galadari, S.; Rahman, A.; Pallichankandy, S.; Thayyullathil, F. Reactive oxygen species and cancer paradox:
To promote or to suppress? Free Radic. Biol. Med. 2017, 104, 144–164. [CrossRef] [PubMed]
Hüttemann, M.; Pecina, P.; Rainbolt, M.; Sanderson, T.H.; Kagan, V.E.; Samavati, L.; Doan, J.W.; Lee, I.
The multiple functions of cytochrome c and their regulation in life and death decisions of the mammalian
cell: From respiration to apoptosis. Mitochondrion 2011, 11, 369–381. [CrossRef] [PubMed]
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